# # % | Cotton Science 2009,21(1) ;64~66

B ENATS T E PEBP A H R AR
AAE, B KT, AAE, LEE, KA
LA RARRAFRAHRERHATALI BRI OB IRE ERBE,
B8 8300915 2. #7384 A5 BOA L 409 L AE & A F 830091)

BE EXBABREFAT . AR THE% XLPEBP AE BB EROGHEE, LR LHN,2
LB GERFER(TORH RELEEZSG THBEM L TG REARAF - HREHEA,
£ E;E%E; XLPEBP AW iR R EMR

B 4 %% :5562.035. 3 LERARRA: A

& 4% :1002-7807(2009)01-0064-03
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Abstract: The responses of the Xinjiang upland cotton transformed with XLPEBP gene to low tem-
perature were studied under air temperature suddenly falling situation. The results showed: the resist-
ance to freeze injury in the offspring (T;) of the cotton was stronger than the control, the XLPEBP
gene showed its expression and function in the cotton.
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Table 1 The results from the field
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¥R & /9% & /9% & /9% X3 /%
1 BEFAR(ER) 11 5.7 29 29 2 4.3 30 30
3 HBATrrmEK iR TCPE 24 12.5 51 51 9 19.1 49 49
2 FEFAH2mIEREaFHES 86 44.8 20 20 14 29.8 21 21
1 FerF1~2 455 43 22.4 0 0 13 27.7 0 0
0 EmAE 28 14. 6 0 0 9 19.1 0 0
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