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Preliminary Study on the Whole Proteins of Ovule and Water-Soluble Proteins

of Seeds in Cotton Fiber Mutants by SDS-PAGE
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Abstract: The whole proteins of ovules and water-soluble proteins from seed in cotton fiber mutant
were extracted and the variation of the protein contents of cotton ovules during different growing stage
were analyzed. Through comparing the SDS-PAGE patterns between the wild types and their mu-
tants, three distinct bands which are probably relatived to the initiation of the ovule epidermal cell
have been found between the mutant and its wild type of the diploid cotton. Moreover, we also discov-
ered five distinct bands in the wild type and its mutant of the species from SDS-PAGE profile of seed
water-soluble proteins. This research provides some information for further detecting the molecular
mechanics about the differentiation and development of cotton fiber.
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Fig.2 The yield ratio change of protein on GZNn ,DPL971 and Xul42 in different growing times



53 BECE MARRFTREERERLEARM T RBEEER SDS S5 B ik 247 333

M, B A H R R AR R R A — 3
B ETAEAMEF L, 7E-1 DPA R T =42
S, RNV RI R 9.9 KD,20. 6 KD,28. 4 KD
(& 3B), I HFET R K DPLI72 1, K EH
AW EAERERE, BUX=42REH&KW
5MAENESERTRAEEYXRR,IFUANA
BRI REEA.

2.2.2 FAFKIBEMEAMBERBIS . BT
FAREARBR-KEZNE, M FRkBEHER
SDS ¥ 5 H Ik B 15 v 3 471 8 A 7E DO A5 A Fl K
HERFHRRRIA B LW ZERLEW, XHWARE

REFAERBETRIERRX. HREEMGE
DPL971 K H 58 40 5= 45 & DPL972 Y FhF K it
EATRATHARBHAEEEZREY, -1
A 28~30 KD Z[Al, BF A4 R v £ 78 A 4% L B0
BRZEREW; 55— KBNAE 70~75 KD ZH,
BRI P RNBRA T AR N BERER&H
(B, XAKWERE LEFHHE, Z0T
DS ERMAEREARRAR F SRBRAES
ZR, MEFEARKSZAMBHREHRR
EZRAEXBRSHMAKRE IR RESR XN

F1 kBERARE

Table 1 The concentration of water-soluble protein g L1
LHEF 1 LEEE 2
=3 3] A
i WEE1  WREZ  WEES  WEEI  WEEz  WEEs | ORE
DPL971 1. 0083 1.0215 0. 9642 0. 9610 0. 9408 1. 0304 0. 9877
DPL972 0. 9637 1. 0473 1.0872 1. 0413 1. 0090 1.1229 1. 0452
GZN 1. 2738 1. 2354 1. 3632 1. 2905 1.2825 1. 3930 1. 3064

GZNn2-1
gznnl-1

1. 4579 1. 5201 1. 4611
1. 2641 1. 5100 1. 4510

1. 3254 1. 5266 1.3931 1. 4474
1. 3319 1. 4268 1. 5004 1. 4140

] Bt ] F Bradfor ¥ X 48 £F 4k R AF (R W1 41
HRHEBR R FRIBEHEARE 10 FEHTT
WRE R R, S RMmE 1 iR, EWART R
B, RERNEASEN S THARNEAS
B, UERANEASEER T MR, X 54
B AD e ok 5 A kAR 2EREN
D

3 it
3.1 RAMIRBAALERTRERES, G
FRRAENRBAEIUREZENS FEENG
BT, BB AR B 1 K - X 1 4F 4k kK & AT
R MIBE M D, Graves Ml Steward™™ F]
PR EIKGE S BT E AR T A EH R
FABRREARAS WAL, BHESEEYRERE,
WM, BEMNFEE AW, Turley M Fergu-
sontM B A3 AT T R T-TC 41 4 28 25 (R A B A R Y
ERFBERBO,HFRA T NETFLERRXN M
EH. Yoo EVH R THAB B EIFRE TR
o TR R P R P 0 (R R A — 2 N 1R
ACREEG U LR RFIARRBMFERETR
BRAMBEARZR, MMEMN MBS EREHX
FAKIAR, 4R E2W, R F et iR EF A4 &g
AR Z R MR 2 RN B B % L, X T
e F, B AR MR R MEAR LRAEE
B B2 RE A&, B SRR R Ak

HRATEZFEALW . XS A SR
BERMN S, THAFROH R IR
O (AR B B AR BRI R B R Z MR H K F B
BHRER. RNARZRBIERN S 4EE iR KR
B KRR EEA . RAT LB, RixE
RERKERNIZR T HRERERZR, X4
58 19 Z R £F 4R R A R A M T R B E
ERIEH . A REAZHNERKBEREZS S5H
HaBELL K MR X B AR AR, HBERHER
HBEBMZESRBHXKER, WERMNEA
FRERE R THEEMRK, UM RE SR
e, AR TR, RRA MRS 4 REER
AU RE, BAERXEE L&A
A B HREIFARBMIIAEE, TR ER
E IR RS E R A T HEKF, X
ERRZEANSHHEUAERMNAZN. FELE
g SDS gk RBIWERE R, TS5 R7E
R BN o AL 06 B VI M O 1 — BB B e AT
BT RAERRLS 45 R RE K0T 4 EHL
il
3.2 RUBEBBRAKFENHREBR TFHEREY
B

SDS & jiz i 3k 1 R A R — R BT - B
EREMY, oRER EEE—EEE L RAINE
HEFEE . BENRIERFEARMAEN TR,
X F Rk 2R B2 40 M8 o3 4 R AR i) B 2% R 4 AL,



334 W o % W 20 %

ERAZE T —ERNRE, ZEREEELRTE.
mE, M FRkIEFEANT B REIESH
BREY S o BB BE Y PR DA S B R B T X
AR GETHE BB K B W, B BT A R
PRI — B RS A BE R SE KB AR Bl A 2R
A& ERZR, 58782 540 i e it 4
PAMBERREINEZRRALAEE RN E
BN, s, NE R RREEHAR LF, B TR
EARRGER, , BORA BRETHERESE
AT 7RS4 A, W H G 22 58 2 S R
TRom ;A % D R250 4y, i T R
FEHEMES, METEAHRAZREA KW,
Candiano™™ & JLi % i 52 1 G250 BL Ay k7
—EBRE LR T X—FE., W, 05MES
HAaiAr E 5T B, BT A R B A — 4E Ik
TR, PIEALR B B BUK S RIBTESE

SENH:

[1] YAO Yuan, Yang Yi-wei, Lu Jin-yuan, An efficient
protein preparation for proteomic analysis of develo-
ping cotton fibers by 2-DE [J]. Electrophoresis,
2006, 27(22) . 4559-4569.

(2] =2, B4, KERK, S BEKMEEIM]
P E R R 2 H R A, 2003,

[3] LAEMMLY U K. Cleavage of structural proteins dur-
ing the assembly of the head of bacteriophage T4 [J].
Nature , 1970, 227(5259) ; 680-685.

(4] MR, EARBEEKIEREARIML M2 UK
#t,2005;123-156.

[5] SWAIN M, Ross N W A. Silver stain protocol for
proteins yielding high resolution and transparent
background in sodium dodecyl sulfate-polyacrylamide
gels[J]. Electrophoresis, 1995, 16 (6): 948-951.

(6] #LEERI ERNEEE. MARA KA HLMEET].
MAEF M, 2000,12(4) :212-217.

(7] EZE& M. HAMBAGRRTRER S TFLEYE
Broeit LT ]. ML, 2003,15(6) :376-379.

(8] MIfEZE, 4@, R, & f FIME A Bk EA
EMESRFEEPHMALT]. FERL REER,
2004,27(4) :23-26.

Lo R, BB, BEHE. MEMTFEARASWES
A 4GLT]. A AE 2R, 1995, 7(4) £ 223-225,

[10] GRAVES D A, Steward ] M. Analysis of the protein
constituency of development of cotton fibers [J]. J
Exp Bot, 1988, 39. 59-69.

[11] TURLEY R B, Ferguson D L. Changes of ovule
proteins during early fiber development in a normal
and a fiberless line of cotton (Gossypium hirsutum
L.)[J]. Plant Physiol, 1996, 149, 695-702.

[12] WILKINS T A. Cotton fiber genomics: Developmen-
tal mechanisms[ J]. Pflanzenschutz -Nachrichten Ba-
yer, 2005, 58(1); 119-139.

[13] GIOVANNI C, Maurizio B, Luca M, et al. Blue sil-
ver: very sensitive colloidal coomassie G-250 staining

for proteome analysis[ J]. Electrophoresis, 2004,25;
1327-1333. o



