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Abstract: The plant expression vector pBII2 was constructed on the basis of pBI121, which contains
the neomycin phosphotransferase gene (NPT II) expression cassette and the B-glucuronidase (Gus)
gene driven by a recombinant pumpkin phloem-specific promoter (dENP). Cotton embyogenesis calli
from aseptically cultured cv. Coker 312 plants were transformed with pBII2 and pBI121 mediated by
Agrobacterium tume faciens, respectively. 243 independent transformants of kanamycin resistant cot-
ton plants were regenerated. PCR and Southern blot analyses confirmed that the Gus gene had been
integrated into the plant genome in 172 out of all independently transformed cotton plants. Integration
of the transgene varied from one to over two estimated copies in the analyzed plants. Gus expression in
the transgenic plants was either constitutive or tissue specific, depending on the nature of the promot-
er used. Results from histochemical staining confirmed that the Gus activity was specifically localized
in phloem tissue of the transgenic plants if dENP promoter drives the Gus gene. The average Gus ac-
tivity in pBII2 transgenic plants had no significant difference compared with that driven by CaMV35S
promoter.
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Fig.2 PCR detection of some transformants
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Fig.3 Southern blotting analysis of some transgenic cotton plants
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Fig.1 T-DNA structure of the plant expression vector pBII2
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Fig.4 Gus staining of the stem cross sections from the transgenic and untransgenic cotton plants
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Fig.5 The Gus activity of the transgenic cotton plants transformed with pBII2 or pBI121
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