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Variations of Main Agronomic Traits in Transgenic Cotton (Gossypium hirsu-

tum L.) Lines
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Abstract: Different cotton lines have been studied in inheritance traits changing by pollen transgenic
method. Bt gene has been successfully transformed into Simian 3, Liaomian 15, CCRI 19, CCRI 29,
CCRI 35 and CCRI 36 cotton varieties by pollen transgenic method which was correspondingly con-
firmed by kanamysin judging, insect-resistance detecting, PCR verifying and southern bloting. The
SAS analyses indicated that pollen transgenic cotton had large changing in inheritance characteristics
with the boll weight, ginning outturn and fiber qualities.
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Fig.1 The T-DNA structure of plant expression vector pBI121 harboring insect-resistant genes
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Fig.2 PCR analysis of genomic DNA from transgenic cotton plants
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Fig.3 Southern blotting analysis of genomic DNA from transgenic cotton plants
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Table 1 SAS analyses between difference transgenic varieties and CK
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Table 2 SAS analyses between transgenic lines and CK
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