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BAC Library Construction and Characterization of Suyuan 7235, A Cotton

Germplasm with High Fiber Strength
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bei, Baoding 071001, China)

Abstracts: In this study, bacterial artificial chromosome (BAC) library of Suyuan7235, a cotton germ-
plasm with high fiber strength has been constructed following the partial digestion of genomic DNA
with HindIIl. The pIndigoBAC-5 (HindIll-cloning ready) cloning vector was used for the library.
The BAC library included 30336 clones. Analysis of 96 recombinants showed that the insert DNA size
ranged from 50 to 140 kb, averaged 120kb with less than 2. 1% of empty clones. As much as 89. 6%
clones had inserts over 100 kb. As genomic resources, the library has potential use in further research
of fiber strength gene analysis and gene cloning, as well as SSR primer development.
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Fig. 6 Insert size distribution of clones in the BAC library
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T PR PORIR AT b AR BFFER AT L BE LAY
XHBERE B DNA PEA7 B, A B B3k 13t B 1
BASUHHE, FEAE T X DNA F45 4582 BE , i ELREAS A
BB BER A2 R/ E DNA K AT A]
UARREREERE. 55, K B DNA F#fk
R LIS R B RNERRE R, R KM
7 W) Z B0 AR AR A1 IR DNA B ¥ B2
HOTELE W LEERERERLL.,

B EHk:

[1] GIRAUDAT J, Hauge B, Valon C, et al. Isolation
of the Arabidopsis ABI3 gene by positional cloning
[J]. Plant Cell, 1992, 4: 1251-1261.

[2] MOZO T, Dewar K, Dunn P, et al. A complete
BAC-based physical map of the Arabidopsis thaliana
genome[ J]. Nat Genet, 1999, 22, 271-5.

[3] WU C, Sun S, Nimmakayala P, et al. A BAC- and
BIBAC-based physical map of the soybean genome
[J]. Genome Research, 2004,14(2).319-326.

[4] WU C, Nimmakayala P, Santos F A, et al. Con-
struction and characterization of a soybean bacterial
artificial chromosome library and use of multiple com-
plementary libraries for genome physical mapping
[J]. Theor Appl Genet, 2004, 108.:1432-2242,

[5] OSOEGAWA K, Mammoser A G, WuCY, etal. A
bacterial artificial chromosome library for sequencing
the complete human genome[J]. Genome Research,
2001,11(3) . 483-496.

[6] LICHTENZVEIG J, Scheuring C, Dodge J, et al.
Construction of BAC and BIBAC libraries and their
applications for generation of SSR markers for ge-
nome analysis of chickpea, Cicer arietinum L[J].
Theor Appl Genet, 2004, 110:492 - 510,

(7] EEZF BHRHER, % WMEARATREEIE
WRE T LT ). MRAESEIR ,2004,16(3) :170-174.

(8] BEAKR, AL HH, ik dE. RFEHAMIMBEZENE
WIRSERARAES A AHRLT]. MEER, 2005,
17(3):171-177.

[9] ZHANG T Z, YUAN Y L, John Yu, et al. Molecu-
lar tagging of a major QTL for fiber strength in Up-
land cotton and its marker-assisted selection [ J].
Theor Appl Genet, 2004, 106(2):262-268-2242,

[10] MIYAGI M, Humphry M, Ma Z Y, et al. Construction

of bacterial artificial chromosome libraties and their appli-
cation in developing PCR-based markers closely linked to
a major locus conditioning bruchid resistance in mungbean
(Vigna Radiata L. Wilezek) [J]. Theor Appl Genet,
2004,110(1) ;151-156. o



