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Table 1 The homologous analysis of the amino acids in cotton RGAs to cloned NBS R gene
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N HE A54810 tobacco mosaic virus AY244694 53.2%
L6 T Rk AAA91021 Melampsora lini AY244674 37.3%
M T R T18548 Melampsora lini AY?244693,694 ,695 43.8%
12C—1 £ AAB63274 Fusarium oxysporum Gbrga535 53.3%
Mi—1.2 e AA667238 Meloidogyme incognita Gbrga508 40.0%
Xal IKEE T00020 Xanthomonas oryzae pu. Gbrga535 38.8%
Pib IKFE BAA93618 Magnaporthe grisea AF469105 30.3%
Prf E: AAC49408 Pseudomonas. pv. tomato AY244700 40.9%
RPM1 W CAA61131 Pseucomonas. pv. Maculicola AF469092,AF469101 30.0%
RPP1 WIFsIF AAC72977 Peronosporn parasitica AF469105 37.5%
RPS2 N Q42484 Pseudomonas syringae po. AY244704 45.3%
P2 I FE AAK?28806 Melampsora lini AY244694 39.1%
RX DRE CAB50786 potato virus X AY244700 36.4%
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